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Summary – Anita Matusan

Please note that the information below is based on my notes taken during talks at the 2010 ISBER conference.

Scott Jewell (Ohio State University Medical Centre) ISBER President-Elect.

The main topics at this years meeting included the important and strategic role biobanks play in the development of personalised medicine, and the importance of biobank networking for areas such as oncology, biomarker and rare disease research. 

Europe is leading the push to networking biobanks with several countries putting tens of millions of euro into initiatives such as the String of Pearls Initiative in The Netherlands (federal funding 35 million euro and 32 million euro from a collaboration of university medical centres over 5 years). The Suisse, Swedes and other European nations (Finland, Luxemburg, Norway, The Netherlands etc) are also networking internally probably with the knowledge that the European Biobanking and Biomolecular Resources Research Infrastructure (BBMRI) is due to start operating in Q4 2011 (100 million euro secured). 
Most initiatives presented at the meeting will use a hub and spoke model with “autonomy within boundaries” (like ABN-Onc). Speakers from these initiatives discussed issues of central and local infrastructure requirements, integration, harmonisation and the need to take an incremental approach (think big, act small “don’t push”). This is evident in the long lead time these initiatives have (3 to 5 years usually – before a single biospecimen is collected as part of the network).  
The diversity and lack of standardisation of European biobanks and the differential ethical and legal landscape across Europe have prevented their effective use. Development of common IT infrastructure and sustainable funding schemes are key features for large transnational projects interlinking different national and regional biobanks.
The European Commission has granted 5 Million € funding for 27 months (2008-2010) to the preparatory phase of BBMRI to conceptualise and secure funding for the construction of the BBMRI.

The new European legal entity (ERIC – European Research Infrastructure Consortium) has been developed by the European Commission to support the needs and operation of research infrastructure, foresee the establishment of operational sites in different Member States under one legislation. ERIC will provide an outstanding opportunity to generate an integrated and harmonized biomedical research area and joint policies for legal and ethical frameworks within the EU. Currently the number of associated organisations is 216 institutions representing 30 European countries.
Centralised information database is currently under development, it will include basic information such as sample #, available data (clinical?), available samples. Other than mentioning this it was not further discussed.

Fay Betsou discussed the SPEC-01 solid sample codes (Sample PREanalytical Code) this code would include information on simple lab manipulation and can be incorporated into databases and QMS. Although this was in direct opposition to the new ISBER best practices document informatics section (currently being written) which states that each sample should just have an identifying number and all additional information be stored separately. If you want to read more about SPREC go to http://cebp.aacrjournals.org/content/19/4/1004.full.pdf+html
Aim: Global specimen id service – each biospecimen identified uniquely to promote tracking its comprehensive life history and derivatives across multiple sites.

The Biospecimen Research Database represents a joint effort of the BRN, the RAND Corporation, and the National Cancer Institute Center for Bioinformatics, to survey and curate the existing scientific literature for research data that defines the precise relationships between biospecimen handling and the quality and reproducibility of data for cancer research. The prototype version is available here as a web-based searchable database that displays information about how specific biospecimen procedural variables (e.g., the length of time between surgical excision and biospecimen freezing, conditions of tissue fixation, blood collection and separation procedures, and sample storage conditions) can produce variation in gene expression patterns and detection of protein biomarkers. No login is required to enter the site and search the database; simply hit "Search" to begin. https://brd.nci.nih.gov/BRN/brnHome.seam
Rights to and control of human tissue white paper in progress with online survey information incorporated into white paper. Contacts – Ty Hoover and Rajiv Dhir.

I have become a member of the informatics working group. In summary there are, to the best of my knowledge, no reliably functioning (accurate with QC data) tissue locators available on line for researchers to access. Ian Fore with Jim Vaught are working on the caTissue suite functions and the Common Biorepository Model which are together meant to be open source caBIG grid compatible applications for the core work of tissue banks and annotation. Currently 23 sites use the caTissue software (this seems low). Version 2.0 is in development with improved interoperability, to integrate with clinical trial systems, array management and LIMS. Jim talked about the lack of availability of specimens why? Silos, perceived “ownership”, lack of specimen locators. Is there a role for ISBER to help co-ordinate biobank databases better?
Helen Moore reported on BRISQ Biospecimen reporting for improved specimen/scientific quality and Remark as a model for developing reporting recommendations. I would direct you to search the web for additional information. http://brnsymposium.com/meeting/brnsymposium/2010/docs/Jewell_BRN_2010_BRISQ.pdf
There were also sessions on QA, automation, walk in -80(C rooms and biomarker discovery opportunities. http://www.trans-hit.com/
Web based search tool to bring researchers and biobanks together.
